
   

 

Curriculum vitae 
 

Date Prepared: 

 

08/21/2022 

Name: Tao Wang 

Office Address: 

 

H09106B, 5323 Harry Hines Blvd., Dallas, Texas 75390 

Work Phone:  214-648-3111 

Work E-Mail:  tao.wang@utsouthwestern.edu 

  

 

Education 

 

Year Degree 

(Honors) 

Field of Study 

(Thesis advisor for PhDs) 

Institution 

2007 - 2011 B.S. Life Sciences Peking University 

2011-2015 Ph.D. Biostatistics and Bioinformatics 

& Integrative Biology (Dr. 

Yang Xie) 

UT Southwestern Medical Center 

2012-2015 M.S. Statistics UT Dallas 

 

Honors and Awards 

 

Year Name of Honor/Award Awarding Organization 

2014 Co-Best Performance team for 

sub-challenge 1 

BROAD-DREAM Gene Essentiality Prediction Challenge  

2013 Best Performance team for 

both sub-challenges 

NIEHS-NCATS-UNC DREAM Toxicogenetics Challenge  

2012 Best Performance team for 

predicting the synergistic 

effect of drug combinations 

NCI-DREAM Drug Sensitivity Prediction Challenge  

 

Faculty Academic Appointments 

 

Year(s) Academic Title Department Academic Institution 

2015-2017 Assistant Professor 

(research track) 

Clinical Sciences UT Southwestern Medical Center 

2015-2017 Assistant Professor 

(research track) 

Center for the Genetics of 

Host Defense 

UT Southwestern Medical Center 

2017-Present Assistant Professor 

(tenure track) 

Population and Data 

Sciences 

UT Southwestern Medical Center 



   

 

2017-Present Assistant Professor 

(tenure track) 

Center for the Genetics of 

Host Defense 

UT Southwestern Medical Center 

 

Committee Service (Member, unless noted otherwise)  

 

Year(s) Name of Committee Institution/Organization 

UTSW 

2017- Biomedical Engineering graduate program UT Southwestern Medical Center 

2019 Cancer Center Biostatistics Faculty Search 

Committee 

UT Southwestern Medical Center 

2019- UTSW PhD Admissions Committee UT Southwestern Medical Center 

2019-Present UTSW Simmons Cancer Center Biostatistics 

Core Internal Advisory Committee 

UT Southwestern Medical Center 

2019-2020 UTSW Computational and Systems Works-In-

Progress & Journal Club organization 

committee 

UT Southwestern Medical Center 

2020- Immunology graduate program UT Southwestern Medical Center 

 

Professional Societies  

 

Dates Society Name 

2016-Present American Statistical Association 

2021-Present American Association for Cancer Research 

 

Grant Review Activities 

 

Year(s) Name of Review Committee Organization 

2021 ZCA1 RTRB-U (O2) R NIH R03/R21 

2021 ASPIRE PHASE II Mark Foundation for Cancer 

Research 

2021 Translational Pilot Funding Program UTSW SCCC 

2022 ZRG1 IMST-M (70) R NIH U54 

 

Editorial Activities 

 

Year(s) Journal Name 

Ad Hoc Reviewer 

2016 PLOS ONE, Genome Biology, Statistics in Biopharmaceutical Research, Journal of 

Applied Statistics, Biostatistics, Nucleic Acids Research, Clinical Epigenetics, 

Fermentation, Electronic Journal of Statistics, Biometrical Journal, Contemporary 

Clinical Trials Communications, Quantitative Biology, FEBS Open Bio, Contemporary 

Clinical Trials, Biometrics & Biostatistics International Journal 

2017 Nature Communications 



   

 

2020 Patterns 

2021 Science Immunology, Nature Methods, Nature Communications, Genome Biology 

2022 Clinical Cancer Research, iScience, Genome Biology, Aging, Nature Communications, 

Nature Medicine, Nature Computational Science, Nature Biotechnology, Science 

Advances 

2023 Nature Communications, Nature Machine Intelligence, Nucleic Acids Research 

 

Grant Support  

 

Present Grantor: NIAID 1U01AI156189-01 

 Title of Project: Finding the optimal balance of immunotherapy efficacy and toxicity 

 Role: co-Investigator 

 Goal: The major goal of this project is to determine the optimal balance between ICI 

efficacy and toxicity, ultimately identifying a set of biomarkers useful for selection of 

patients, treatment type and duration, and clinical monitoring 

 Annual amount and date: $ 352,787, 6/1/2020 – 5/31/2025 

 Grantor: NCI 1R01CA258584-01 

 Title of Project: Applying deep learning to predict T cell receptor binding specificity of 

neoantigens and response to checkpoint inhibitors 

 Role: PI 

 Goal: This grant application seeks to apply advanced deep learning methods to predict T 

cell receptor binding specificity towards neoantigens, and use that prediction model as a 

building block to predict response to checkpoint inhibitors in cancer patients 

 Annual amount and date: $253,991, 05/01/2021 – 04/30/2025 

 Grantor: NCI 2P50CA070907-21A1 

 Title of Project: UTSW SPORE in Lung Cancer, Data Analytics Core 

 Role: co-Investigator 

 Goal: The core will provide bioinformatics, biostatistics and database support for all 

SPORE projects and other cores. 

 Annual amount and date: $194,159, 09/01/2020 – 08/30/2025 

 Grantor: NIAID 1U01AI156189-01 Administrative Supplement 

 Title of Project: Interpreting the TCR repertoire of lung cancers after immunotherapy 

treatment 

 Role: PI 

 Goal: To use our recently published Tessa tool to understand the functional relevance of 

the TCR repertoire for determining immunotherapy response, in lung cancer patients 

under immunotherapy treatment 

 Annual amount and date: $250,000 in 03/01/2021-02/28/2022, NCE to 04/30/23 

 Grantor: CPRIT RP190208 

 Title of Project: Dissecting cellular heterogeneity of bulk tumors for prediction of 

overall survival and responsive patients to immunotherapy 



   

 

 Role: PI 

 Goal: To develop advanced statistical methodologies for analysis of RNA-sequencing 

data to deconvolute the various cell types in the tumor microenvironment of kidney 

cancers 

 Annual amount and date: $300,000, 09/01/19-08/31/22, NCE to 08/31/23 

 Grantor: 1R01CA251928-01 

 Title of project: Improving hepatocellular carcinoma mouse modeling by understanding 

the malignant potential and biology of liver cell subpopulations                                                                      

 Role: Co-I 

 Goal: This grant aims to develop more faithful liver cancer models by using a new panel 

of CreER mouse strains. 

 Annual amount and date: $325,484, 06/01/2020 - 05/31/2025 

 Grantor: NIH/National Institute of Biomedical Imaging, 1R01GM140012-01 

 Title of project: Developing computational algorithms for histopathological image 

analysis 

 Role: Co-I 

 Goal: To develop computational tools in order to facilitate pathology image analysis for 

different types of diseases.  

 Annual amount and date: $250,000, 01/01/2021 – 12/31/2024 

 Grantor: Southern Methodist University Dean’s Research Council 

 Title of project: Advanced statistical methodologies for analysis of single cell 

proteomics (CyTOF) data 

 Role: MPI 

 Goal: To develop advanced statistical methodologies for analysis of single cell 

proteomics (CyTOF) data 

 Annual amount and date: $26,575, 04/01/2022 – 03/31/2023 

 

Past Grantor: Center for Translational Medicine Pilot Grant 

 Title of Project: Building a longitudinal prognostic model to predict overall survival for 

patients with kidney cancer in real time 

 Role: PI 

 Annual amount and date: $5,000, 02/01/2017-04/01/2017 

 Grantor: Kidney Cancer Coalition research award 

 Title of Project: Dissect the cellular heterogeneity observed in bulk kidney cancer RNA 

Seq data by advanced statistical methods 

 Role: PI 

 Annual amount and date: $20,000, 10/01/2017-10/01/2018 

 Grantor: NIH R03 

 Title of Project: Development of integrative models for early liver toxicity assessment 

 Role: PI 

 Annual amount and date:$50,000 in 09/01/2017-08/31/2018 



   

 

 Total amount of award (if multi-year) and dates:$100,000, 09/01/2015-08/31/2018 

 Grantor: NIH R01 

 Title of Project: Integrative Analysis to Identify Therapeutic Targets for Lung Cancer 

 Role: Co-Investigator 

 Annual amount and date: $207,500 in 09/01/2017-08/31/2018 

 Total amount of award (if multi-year) and dates: $1,031,275, 09/26/2013-08/31/2018 

 Grantor: Kidney Cancer SPORE Developmental Research Program 

 Title of Project: Mining tumor neoantigens for predicting response to immunotherapies 

in kidney cancer 

 Role: PI 

 Annual amount and date: $25,000, 09/01/18-08/31/19 

 Grantor: UTSW Lung cancer SPORE Developmental Research Program 

 Title of Project: Mining tumor neoantigens for predicting response to immunotherapies 

in lung cancer 

 Role: PI 

 Annual amount and date: $25,000 in 01/01/2019-12/31/2019 

 Grantor: NIH 3P50CA070907-20S1 

 Title of Project: UTSW Lung cancer SPORE Administrative Supplement 

 Role: co-Investigator 

 Annual amount and date: $48,995 in 09/01/2019 – 08/31/2020 

 Grantor: CPRIT RP180192 

 Title of Project: Dissecting the interplay between BAP1 and PBRM1 in renal cancer 

 Role: Co-PI 

 Annual amount and date:$284,251 in 03/01/2018-02/28/2021 

 Grantor: UT Southwestern Cancer Center 

 Title of project: Leveraging a Novel Glucocorticoid Receptor Antagonist as Precision 

Therapy Against Lethal CHD1-def Metastatic Prostate Cancer 

 Role: Co-I 

 Goal: Develop novel therapeutic approaches based on heterozygous and homozygous 

depletions of the chromodomain helicase DNA-binding protein 1, for metastatic 

castration resistant prostate cancer.  

 Annual amount and date: $10,000, 2/1/21-1/31/22 

 Grantor: Jeanne Shelby Fund for Cancer Research 

 Title of project: Enhancing precision cancer care: liquid biopsies as early markers of 

response in pancreatic cancers 

 Role: Co-PI 

 Goal: Determine whether clonal outgrowth of drug-resistant cancer cells inferred from 

ctDNA analyses is predictive of pathologic response and long-term benefit to treatment 

 Annual amount and date: $10,000, 04/01/21-03/31/22 

 Grantor: UT Southwestern Cancer Center 



   

 

 Title of project: Leveraging a Novel Glucocorticoid Receptor Antagonist as Precision 

Therapy Against Lethal CHD1-def Metastatic Prostate Cancer 

 Role: Co-I 

 Goal: Develop novel therapeutic approaches based on heterozygous and homozygous 

depletions of the chromodomain helicase DNA-binding protein 1, for metastatic 

castration resistant prostate cancer.  

 Annual amount and date: $10,000, 2/1/21-1/31/22 

 

Teaching Activities 

 

Year(s) Activity 

Medical and graduate school didactic and small group teaching 

2016-2019 Advanced Data Analysis and Statistical Learning, course instructor (~15 students/post-

docs)                                         

2020-Present Advanced Data Analysis and Statistical Learning, course leader (~15 students/post-

docs). Renamed as “Machine Learning”. 

2022- scRNA-seq Genomics Nanocourse, course leader (~40 students/post-docs/faculty 

members) 

2018 Artificial Intelligence in medicine, course instructor (~15 students/post-docs) 

Graduate and Medical Student Trainees 

2017-2021 PhD: Ze Zhang (UTSW BME program, thesis: single cell sequencing analytical 

approaches to understanding tumor immunology) 

2018-2021 PhD: Tianshi Lu (UTSW BME program, thesis: Modeling of tumor neoantigens for 

predicting patient outcome) 

2019-Present PhD: James Zhu (UTSW Cancer program, thesis: joint modeling of neoantigen and 

microbiome data) 

2021-Present PhD: Yuqiu Yang (UTSW/SMU Joint Biostatistics Program, thesis: novel methodology 

development for CyTOF data analysis) 

2022-Present PhD: Noah Chang (UTSW BME/CB program, thesis: to be determined) 

Postdoctoral trainees 

2021-Present Bing Song, Ph.D. 

2022-Present Yi Han, Ph.D. 

PhD Thesis Committee 

2019-2020 PhD Committee for Debapriya Sinha (BME)  

2020-2022 PhD Committee for Xinyi Zhang (BME)  

2020- PhD Committee for Zhuyu Wen (BME)  

2019-2021 PhD Committee for Danyi Xiong (Bio-statistics)  

2022- PhD Committee for Yun Zhang (BME)  

 

Invited Lectures  

 

Year(s) Title Location 



   

 

International 

2013 Estimating population-scale toxicities for environmental 

chemicals (Host: Dr. Gustavo Stolovitzky) 

RECOMB/ISCB 

Conference on Regulatory 

and Systems Genomics, 

with DREAM Challenges, 

Toronto, Canada 

2018 Multi-faceted modeling approaches to characterize tumor 

immunity  (Host: Dr. Qinghua Zhou) 

Huaxi Hospital, Sichuang 

China 

2018 Multi-faceted modeling approaches to characterize tumor 

immunity (Host: Dr. Zhiming Luo) 

Southwestern University, 

Chongqing, China 

2018 Multi-faceted modeling approaches to characterize tumor 

immunity (Host: Dr. Jian Chen) 

Suzhou University, Jiangsu, 

China 

2018 Three-component dissection of tumor cellular heterogeneity by a 

Bayesian Hierarchical Model (Host: Dr. Jia Hua) 

Joint Statistical Meetings, 

Vancouver, Canada 

2019 Neoantigen clonal balance predicts immunotherapy outcomes 

and prognosis (Host: Dr. Jun Chen) 

Tianjin Medical University 

General Hospital, Tianjin, 

China 

2020 SClineager: A Bayesian Hierarchical Model to Perform Single 

Cell Lineage Tracing Based on Genetic Variants (Host: 

Qiongshi Lu) 

2020 Joint Statistical 

Meetings (Virtual) 

2022 Deep learning-based prediction of the T cell receptor-antigen 

binding specificity (Host: Victor Greiff) 

iReceptor Plus (Virtual) 

2022 De-noising Spatial Expression Profiling Data Based on in situ 

Position and Image Information (Host: Mi Deng) 

Beijing Cancer Hospital 

National 

2018 SCINA: Semi-Supervised Analysis of Single Cells in silico 

(Host: Dr. Jeremy Taylor) 

University of Michigan 

School of Public Health 

Biostatistics Department, 

Michigan, USA 

2020 TESSA, an Integrated Model for Mapping the Functional 

Landscape of TCR Repertoire by Single T cell Gene Expression 

(Host: Yi Xing) 

NCI IOTN Bioinformatics 

and Computational Biology 

Working Group Meeting 

(Virtual) 

2021 Deep learning-based prediction of the T cell receptor-antigen 

binding specificity (Host: Yi Xing) 

NCI IOTN Bioinformatics 

and Computational Biology 

Working Group Meeting 

(Virtual) 

2022 De-noising Spatial Expression Profiling Data Based on in situ 

Position and Image Information (Host: Moshe Sade-Feldman) 

Drug Resistance and 

Sensitivity Network 

(DRSN) (Virtual) 

Regional/Local 

2018 Three-component dissection of tumor cellular heterogeneity by a 

Bayesian Hierarchical Model (Host: Dr. Daniel Heitjan) 

Southern Methodist 

University, Dallas, TX 



   

 

2018 Investment Opportunities in Cancer Immunogenomics (Host: 

Dr. Ejun Huang) 

MyBioGate, Inc., Houston, 

TX 

2021 Deep learning-based prediction of the T cell receptor-antigen 

binding specificity (Host: Alexandre Reuben) 

University of Texas MD 

Anderson Cancer Center 

2022 Deep learning-based prediction of the T cell receptor-antigen 

binding specificity (Host: Zhongming Zhao) 

UT Health, School of 

Biomedical Informatics 

2022 Deep learning-based prediction of the T cell receptor-antigen 

binding specificity (Host: Peng Jiang) 

NCI/NIH CDSL (Virtual) 

2022 Deep learning-based prediction of the T cell receptor-antigen 

binding specificity (Host: Tangsheng Yi) 

Gilead, Inc 

2022 De-noising Spatial Expression Profiling Data Based on in situ 

Position and Image Information (Host: Qiwei Li) 

UT Dallas 

 

Technological and Other Scientific Innovations 

 

Innovation 

United States Letters Patent, Serial No. 62/904,268. “HIF-2 Complex Dissociation, Target Inhibition, 

and Acquired Resistance with First-in-Class HIF-2 Inhibitor in Patients” 

UTSD 3738. “pMTnet: A Deep Learning-based Tool for Predicting the T Cell Receptor Binding 

Specificity of Neoantigens” 

UTSD 3941 “Systems And Methods To Identify Mutation And Phenotype Association” 

 

Service to the Community  

 

Year(s) Role Organization or institution 

2022 Lead organizer 2022 PKU Bio-Net 

Symposium in Dallas 
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